Capillary zone electrophoresis, an emerging method has spread its applicability. Methods employed in conventional electrophoretic methods such as polyacrylamide gel electrophoresis seem available in capillary electrophoresis with some modification. In this paper, the authors attempted to estimate the binding between peptides and ligands by using heparin and the synthetic peptides derived from the heparin-binding region of human serum amyloid P. Examples of the the peptides employed in the manuscript are shown in the scheme.
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When incubating the mixture of the peptide 1 and heparin in dilute Tris buffer saline (1.5 mM NaC1, 0.05 mM Tris/ HCl buffer, pH7.4), they form non-covalently bound conjugates, which have different charge/mass ratio from that of the free peptide. The peptide-heparin conjugate and heparin are not migrated to the detector in the analytical conditions of the peptide (20 mM sodium citrate buffer, pH 2.5) by capillary electrophoresis. Thus, the difference in peak response of the peptide with or without heparin corresponds to the amount of binding. By changing the concentration of heparin, the decrease in the peak response of the peptide was analyzed by the Scatchard plot and the dissociation constanst was calculated as the 105 M range. Dissociation constants of several peptides which have similar structural characteristics were also observed. Of these peptides, peptide 2, which was synthesized to protect the cystein residue from oxidation, showed a biphasic curve. This means the presence of various binding sites on heparin with different affinities.
T he authors reported the lowest concentration of the peptide was ca. 10-6 M with the present method. The sample volumes required for binding studies were only 10 nl. Each analysis was completed within 15 min.
The authors also stated that any molecular complex
given electrophoretic features which are distinguishable from those of unbound molecules should be specifically measurable. Readers hope it will be possible for direct observation of the peak due to heparin-peptide interaction (i.e. the conjugate) on the electropherogram by choosing or modifying the electrophoretic conditions. Reported by Kakehi, K.
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